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Rapid membrane disruption by a perforin-like protein facilitates parasite exit from host cells.
A histone methyltransferase modulates antigenic variation in African trypanosomes.
Telomeric Heterochromatin Propagation and Histone Acetylation Control Mutually Exclusive Expression of Antigenic Variation Genes in Malaria Parasites
Bioluminescence imaging of chronic Trypanosoma cruzi infections reveals tissue-specific parasite dynamics and heart disease in the absence of locally persistent infection.
Evaluation of the diagnostic accuracy of prototype rapid tests for human african trypanosomiasis.
Basigin is a receptor essential for erythrocyte invasion by Plasmodium falciparum.
Genome editing in the human malaria parasite Plasmodium falciparum using the CR!SPR-Cas9 system.
Validation of N-myristoyltransferase as an antimalarial drug target using an integrated chemical biology approach.
Drug resistance. Population transcriptomics of human malaria parasites reveals the mechanism of artemisinin resistance.
Proteomic analysis of the acidocaicisome, an organelle conserved from bacteria to human ceils.
A cascade of DNA-binding proteins for sexual commitment and development in Plasmodium.
A mechanism for cross-resistance to nifurtimox and benznidazole in trypanosomes.
Conditional genome engineering in Toxoplasma gondii uncovers alternative invasion mechanisms.
Association of trypanolytic ApoLI variants with kidney disease in African Americans.
Leishmania RNA virus controls the severity of mucocutaneous leishmaniasis.
Chronic exposure to arsenic in drinking water can lead to resistance to antimonial drugs in a mouse model of visceral leishmaniasis.
Mechanism of Trypanosoma brucei gambiense resistance to human serum.
Genome-wide dissection of the quorum sensing signalling pathway in Trypanosoma brucei.
Hydrodynamic flow-mediated protein sorting on the cell surface of trypanosomes.
A pol 1 transcriptional body associated with VSG mono-allelic expression in Trypanosoma brucei.
The anti-trypanosome drug fexinidazole shows potential for treating visceral leishmaniasis.
Identification of a novel base J binding protein complex involved in RNA polymerase II transcription termination in trypanosomes.
Exposure of Anopheles mosquitoes to trypanosomes reduces reproductive fitness and enhances susceptibility to Plasmodium.
Variant antigen diversity in Trypanosoma vivax is not driven by recombination.
Cyclin-dependent kinase 12 is a drug target for visceral leishmaniasis.
Antimalarial efficacy of MMV390048, an inhibitor of Plasmodium phosphatidylinositol 4-kinase
Low-Level Parasite Persistence Drives Vasculitis and Myositis in Skeletal Muscle of Mice Chronically Infected with Trypanosoma cruzi.
Stress-Induced Proliferation and Cell Cycle Plasticity of Intracellular Trypanosoma cruzi Amastigotes.
Proteasome inhibition for treatment of leishmaniasis, Chagas disease and sleeping sickness
Veterinary trypanocidal benzoxaboroles are peptidase-activated prodrugs.
Interaction between the flagellar pocket collar and the hook complex via a novel microtubule-binding protein in Trypanosoma brucei
Flagellar pocket restructuring through the Leishmania life cycle involves a discrete flagellum attachment zone
Tsetse salivary glycoproteins are modified with paucimannosidic N-glycans, are recognised by C-type lectins and bind to trypanosomes
Strain-specific genome evolution in Trypanosoma cruzi, the agent of Chagas disease
Nucleosome landscape reflects phenotypic differences in Trypanosoma cruzi life forms
The intestinal parasite Cryptosporidium is controlled by an enterocyte intrinsic inflammasome that depends on NLRP6
Bicyclic azetidines kill the diarrheal pathogen Cryptosporidium in mice by inhibiting parasite phenylalanyl-tRNA synthetase
A Stem-Cell-Derived Platform Enables Complete Cryptosporidium Development In Vitro and Genetic Tractability
Systematic functional analysis of Leishmania protein kinases identifies regulators of differentiation or survival.
Mapping the malaria parasite druggable genome by using in vitro evolution and chemogenomics.
Adaptation of Plasmodium falciparum to humans involved the loss of an ape-specific erythrocyte invasion ligand.
Exposing Anopheles mosquitoes to antimalarials blocks Plasmodium parasite transmission.
Super enhancer-mediated transcription of miR146a-5p drives M2 polarization during Leishmania donovani infection
Nucleotide sugar biosynthesis occurs in the glycosomes of procyclic and bloodstream form Trypanosoma brucei

